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T EWTE I — DNABELRNA

s BZHE2 (Nucleotide) :
o JJRUENS (adenine, A)
o JEENI (guanine, G)
H@Pﬁﬁ]}iﬁ(cytosine, C)
o [ H%J%]?é(thymine, T)
o JK[#E (uracil, U)
s EEHERGER (deoxyribonucleic acid , DNA)
o {A,G,C, T} (muAl¥:: G=C, A=T)
s fZHEEZIE (ribonucleic acid, RNA)
e {A,G,C, U} (Wihl#f: G=C, A=U, G-U)
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BHEEREEEFEH [ translation) ®
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5 H’E (Protein)HJHE A
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Methionine MET
Phenylalanine | PHE

Proline PR
Serine SER
Threcnine THE
Tryptophan TRI?
Tyrosine TYR

)J_’ AN . . A) —z
1 7518 (Amino Acid) 28 HEPIFEARMAL, L20FE
| Amino acid Three-letter code | One-letter code
Alanine ALA A
Arginine ARG R
Aspartic Acid | ASP D
Asparagine ASN N
Cysteine Y8 C
Glutamie Acid | GLU E
Glutamine GLN Q
Glycine GLY G
Histidine HIS H
Izoleucine ILE |
Leucine LE] L
Lysine LYS K
M
F
P
S
T
w
v
\Y

Valine VAL 36
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Hﬁ‘ 7~ @k El/j "I&H Ek_/_—t. NP ﬁv‘J
U e ..La
—EEZ ¥ (codon,  FE KI5 B E T —Fl i SRR,
Second Position of Codon
U C A G
UUU Phe [F] | UCU Ser [S] UAU Tyr [Y] UGUCys[C] | U
F UUC Phe [F] | UCC Ser [S] UAC Tyr [Y] UGCCys[C] | C | T
; UUA Leu [L] | UCA Ser [S] | UAA Ter [end] | UGA Ter [end] | A | 1
r UUG Leu [L] | UCG Ser [S] | UAG Ter [end] | UGG Trp [W] | G | ;
S CUU Leu [L] | CCU Pro [P] CAU His [H] CGUArg[R] | U | r
t CUC Leu [L] | CCC Pro [P] CAC His [H] CGC Arg [R] Cld
CUA Leu [L] | CCA Pro [P] CAA GIn [Q] CGA Arg[R] | A
P CUG Leu [L] | CCG Pro [P] CAG GIn [Q] CGGArg[R] | G| P
0 AUU Ile [I] | ACU Thr [T] | AAU Asn [N] AGU Ser [S] Uuj|o
S AUCIle[I] | ACCThr[T] | AAC Asn|[N] AGC Ser [S] C|s
1 AUAIle [I] | ACAThr[T]| AAA Lys[K] AGA Arg[R] | A |1
t AUG Met [M]| ACG Thr [T] | AAG Lys [K] AGGArg[R] | G |t
1 GUU Val [V] | GCU Ala[A] | GAU Asp [D] GGUGIy[G] | U | !
0 GUC Val [V] | GCC Ala[A] | GAC Asp [D] GGCGly[G] | C |©
n GUA Val [V] | GCA Ala[A] | GAA Glu [E] GGAGIy[G] | A | D
GUG Val [V] | GCG Ala[A] | GAG Glu [E] GGGGly[G] | G

AUG 1s also the “start” codon.
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Valine Glycine
Leucine Alanine
[soleucine Alanine
Threonine Cysteine
Methionine Proline
Phenylalanine Tyrosine
Tryptophan Aspartic acid
Histidine Glutamic acid
Lysine Asparagine
Arginine Asparagine W
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s PCR (Polymerase Chain Reaction, &

\—Fl)
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ESEUE Sl

o E )7 528 (Southern blotting)
o Jb77 &2 (Northern blotting)
o 1577 Z2%f(Western blotting)
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o3 HE BT — UKL
T k£ (electrophoresis, EP) — 73 1 &I B BT

o Sy HIR, VKBNS 5 FFEERION, KEhREUR
o FIFHSDS[EHE 1 miE EA hFn HiE &, fi
LYKo B B 4y 1 R/ N E

o 12 BLER FVE AR EYR IR (protein marker) [ B
Bk, E AR A E B RTINSy - R/
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B E=kBEE R AR avrERL -
= KRR e BIR pH BREEE

g (BfR) #B @ Tris-glycine 8.

AR Tris-glycine 8.3

L

T1 -
Re SEEMBRE | Tris-HCl 8.3

TFE (IEfR) 2 ®%  Tris-glycine = 8.3 -




SDS

SDS A —EHrM:8HES (sodium dodecyl sulfate, fit i+ Ebf:[;)

Bl — (G FE MR R 2
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EI iviy
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WEEAAR—RST

Hiim B SDS @Bk b £ 4k 18 A AN A
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Native-PAGE
= x Y

R~ AT REEKEE
&G 7 (EE B2 native-PAGE F8EVE M) FikE), (HAEA 2
SDS-PAGE HIJ 7] LMK H oy - s (B MEDKE) R —fE B, SDS-
PAGE HJJEFH#LEEIZ ., 1F SDS-PAGE T, BEIR X 4y F WA ik
BE TR R FEH 160 kD 84 E% 40 kD ; (BB 1R824 18 R B
RBEBUEIET, A JRERDIRE MR 160 kD £ HE 4%,




DNA &

N %ﬁ%DNA ST 5”
TGCACTTGACGCATGCT

A Z 1%k

RanAre

e (A

eE:

T F-(Sequencing)

CEE)

ATGCT £=5

ACGCATGCT £=9

AACGCATGCT £=10
ACTTGAACGCATGCT £=15
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77 A —PCR

= PCR(Polymerase Chain Reaction)/f K %
fi— DNA 8 G fiy

£
T -

DNA BERS R g 22 — & 2VEE DL _EIRERIer 45 B
eI 5| 1 (primer), HH#)ELS5 B2 &
B o DA 2 R h e T

SR ARG {5 HoP 12 2 U Ot o2 B s R e A A
BHIE Rl = (&0, EiT R PR U R
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73 LEWM BT — SR 50T

s 7 7525 f(Southern Blot), b7 5=2H

(Northern Blot), 7877 ZE%(Western Blot) —

F [R5 S A

I Gy

52@/ VEEIKIERE R o BIBH R/ Ny -3 LUy
&

o ¥ /J\ 571 #EE(blotting) = s I 1

EHLL

e /1

A

FR#t(probes)
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[a) Blat DNA restriclion

fragrants fram gel

(8) Hybridize filter with

radioactive peobe and
weash oAl oxcass probe

oo nitrecellyiose ﬂtn:/

C.

UKL, kG RE

' DNA fragmenis robe hybridizes
y many that from gel blotted with hemologous
idual bands | | onto filier (Invisible DNA fragments
m 1ogether) ar 1his stage) but not visible
at this s1age
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{C) Exgoso photegrophc

fitany

lilm 1o filtar ard
develop ilm

Bands on x-1dy
film created by
labeled probe
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5y T A — BB 2 B

n [ 752575 (Southern blotting)
o fii FH/ADNA J7 i
s 077 A2E5{%E(Northern blotting)
o fEFHARNA S H
n P57 =EEGRIE S=2EAGE, Western blotting)
o EHREBE T
o — A AYE A S A KBS, AN TR
El/]IE,EJ %1:7‘[‘7':4'%/\0
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= Step 1: #¥DNAF B SorE B R GBS vk 77
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—{E i P SR iR L
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(radioactively labeled nucleic acid probes)

bl 7 WE1THEZZ  (hybridization) |
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o Step 1.8 HEBEIK T HEHRNA,
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o Step 3: FHEEFE Z DNABESHHEAZ,
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157 SR A R R HE)

n P& SRIESERNTE, ARG S A
Jupiis, DU A Ar 244,
n ETTHEE
o Step L:HUJFE HERBEREIK T,
o Step 2:/5 77 Bt Ipolypeptides#ifs = fiF 5
(membrane) I,

o Step 3:5FHIE IR FLMERURS AL IE B =T
o Step 4: MM ATLES S NE,
o Step 5:{HH|
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